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n	 INTRODUCTION

Hepatitis E virus (HEV) is a globally signifi-
cant cause of acute viral hepatitis, account-

ing for an estimated 20 million infections and 
over 3 million symptomatic cases annually [1]. 
HEV-induced hepatitis manifests as either acute 

or chronic viral hepatitis, transmitted through the 
ingestion of contaminated food or water via the 
enteric-fecal-oral route [2]. Although previously 
regarded as a self-limiting disease, HEV has gar-
nered increasing attention owing to its severe 
clinical implications within vulnerable popula-
tions, including pregnant women and immuno-
compromised individuals, as well as its capacity 
to induce both sporadic cases and extensive wa-
terborne outbreaks [3]. Mortality rates generally 
range from 1% to 2% among the general popula-
tion but can surpass 40% during third-trimester 
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pregnancies, with numerous reports document-
ing vertical transmission and adverse mater-
nal-fetal outcomes [2-4]. 

n	 HEV VIROLOGY AND TRANSMISSION 
ROUTES

HEV belongs to the family Hepeviridae and the 
genus Orthohepevirus, and is a small, icosahe-
dral, non-enveloped virus with a single-strand-
ed, positive-sense RNA genome measuring ap-
proximately 27–34 nm in diameter [5-7]. HEV 
transmission has been reported to occur through 
blood products and transplantation with asymp-
tomatic organ or blood donors increasing the 
transmission risk to recipients [8, 9]. HEV can be 
divided into eight  genotypes (GT) with some 
genotypes having both human and animal hosts, 
hence providing an opportunity for zoonotic 
transmission and disease spillovers [8, 10-12]. 
Zoonotic transmission of HEV usually involves 
the consumption of animals or animal products 
such as contaminated milk as well as under-
cooked or raw meat while feco-oral and is mainly 
through contaminated water [8, 13, 14]. There has 
been notable variations in diagnostic methods 
over the years with transitions being made from 
using just ELISA to the use of RT-qPCR and RT-
PCR with variability in manufacturer of the indi-
vidual assays accounting for variation in specific-
ity and sensitivity of the test [15-17].
HEV outbreaks have been experienced in over 
half of sub-Saharan countries, including Egypt, 
Algeria, Nigeria, South Africa, Morocco and 
Tanzania, with most outbreaks often linked to 
seasonal flooding, displacement, and inade-
quate sanitation and inaccessibility to clean wa-
ter [11, 12, 18-22]. These disparities collectively 
emphasize the severe public health challenge 
faced in several African countries [22]. In Nige-
ria, studies on HEV are limited due to patients’ 
preference for traditional medications and 
self-medication [23]. Nigeria, therefore, exem-
plifies a useful case study for understanding the 
African HEV burden and for developing target-
ed One Health interventions [21]. This review 
consolidates existing evidence on HEV epidemi-
ology, diagnostics, challenges and prevention of 
HEV and proposes an adoptable One Health 
approach in tackling HEV in Nigeria and Africa 
as a whole. 

n	 METHODS

This review was developed through a systematic 
search of peer-reviewed literature on hepatitis E vi-
rus (HEV), with a special emphasis on Nigeria and 
the broader African context. Scholarly databases, 
including PubMed, Google Scholar, and Scopus, 
were queried between January and March 2025. 
Search terms combined medical subject headings 
(MeSH) and free text keywords such as: “Hepatitis 
E Virus,” “HEV,” “Nigeria,” “Africa,” “epidemiology,” 

Figure 1 - PRISMA-style workflow for study selection.
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“outbreak,” “seroprevalence,” “zoonosis,” “One 
Health,” and “prevalence.” Boolean operators (“AND” 
“OR”) were applied to refine results.

Inclusion Criteria
a)	 Studies published in English between 1990 and 

2025.
b)	 Articles reporting human or animal HEV sero-

prevalence, outbreak investigations, or case 
series from Nigeria and Africa.

c)	 Reviews, surveillance reports, and policy pa-
pers relevant to HEV epidemiology, preven-
tion, or One Health strategies.

Exclusion Criteria
a)	 Studies focusing on unrelated viral hepatitis 

(e.g., hepatitis A, B, C, D).
b)	 Case reports or studies lacking primary epide-

miological or diagnostic data.
c)	 Duplicated reports are already included in sys-

tematic reviews unless they contributed addi-
tional local context.

Data Extraction and Synthesis
Titles and abstracts were screened for relevance, 
and eligible full texts were reviewed in detail. 
Data extracted included study year, location, sam-
ple population, diagnostic method, seropreva-
lence, and key findings. To contextualize Nigerian 
findings, comparative African data were included, 
particularly from West African countries with sim-
ilar ecological and socioeconomic conditions. 
Where available, results were cross-referenced 
with WHO fact sheets, national outbreak reports, 
and systematic reviews (Figure 1).

n	 RESULTS AND DISCUSSIONS

Burden of HEV in Africa
Across the African region, prevalence in West Af-
rica was moderate to high; Central Africa was 
moderate, while Southern and Eastern Africa was 
low [24, 25].

Central Africa
In different studies conducted in Central Africa, 
variations in HEV prevalence were recorded 
across different demographics hence highlighting 
the influence of exposure risk and living condi-
tions on infection dynamics. In Gabon, no anti-
bodies were detected among young villagers 

while an approximate of 14% prevalence was re-
corded among pregnant women [24, 25]. Similarly, 
in Cameroon, a seroprevalence of 14.2% among 
HIV-infected adults and 2% among HIV-infected 
children was reported, indicating a moderate level 
of HEV exposure within immunocompromised 
populations [26]. However, in the Central African 
Republic, a high seroprevalence of 24% was docu-
mented among patients attending sexually trans-
mitted disease clinics, suggesting possible over-
laps in transmission routes and shared behavioral 
risk factors [27]. 
Furthermore, the detection of HEV antibodies in 
non-human primates (NHP), particularly the Ag-
ile mangabey in Cameroon (28.6% anti-HEV IgM), 
reinforces the hypothesis of zoonotic reservoirs 
contributing to viral persistence and transmission 
in the region [28]. Collectively, these findings un-
derscore the heterogeneous distribution of HEV 
infection across Central African populations and 
suggest potential interspecies transmission path-
ways that warrant further investigation. 

Eastern Africa
In Djibouti, a seroprevalence of 13% was reported 
among male peacekeepers, reflecting substantial 
HEV exposure within this occupational group 
[29]. In Tanzania, a 6% seroprevalence was ob-
served among women aged 15–45 years, whereas 
a markedly lower prevalence of 0.2% was docu-
mented among university students, representing 
one of the lowest rates reported in Africa [30, 31]. 
These findings illustrate pronounced heterogenei-
ty in HEV exposure both within and between pop-
ulations, which may be influenced by differences 
in environmental conditions, sanitation standards, 
behavioral factors, and levels of immunity. The 
contrasting prevalence rates across these demo-
graphic and geographic groups highlight the com-
plex epidemiological landscape of HEV transmis-
sion in East Africa.

Southern Africa
In Madagascar, a seroprevalence of 14% was re-
ported among slaughterhouse workers, while a 
substantially higher rate of 71% was detected in 
pigs sampled from the same setting, underscoring 
the potential for occupational and zoonotic trans-
mission [39]. In South Africa, studies have re-
vealed a distinct rural-urban gradient, with higher 
HEV seroprevalence observed in rural popula-
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tions, likely reflecting disparities in sanitation in-
frastructure and environmental exposure [19, 30]. 
These patterns support the strong association be-
tween environmental conditions, hygiene practic-
es, and HEV circulation across African settings 
[31]. Furthermore, elevated seroprevalence has 
been reported among poly-transfused adults 
(28%) and pregnant women (12%), highlighting 
biological susceptibility and transfusion-related 
risks in regions lacking systematic blood screening 
[40]. In Zambia, prevalence rates of 16% among 
children and 42% among urban adults have been 
documented, further emphasizing age-related and 
urban exposure differentials in HEV transmission 
dynamics (Table 1a) [41, 42].

Northern Africa
In North Africa, HEV seroprevalence remains con-
sistently high, particularly in Egypt, where IgG 
positivity rates exceeding 60-80% have been docu-
mented across diverse population groups, includ-
ing pregnant women, patients with chronic liver 
disease, and rural residents [32-36]. Such wide-
spread exposure suggests that HEV infection is 
likely endemic and may be linked to environmen-
tal and sanitation-related factors that facilitate 
continuous transmission. In Morocco, however, 
reported rates are comparatively lower, with 8% 
seroprevalence among blood donors and approxi-
mately 2% among adults when assessed using 
ELISA and Western blot assays (Table 1a) [37, 38]. 

Table 1a - Human HEV seroprevalence and diagnostic methods in African countries. 

Country Population studied Year
Diagnostic 

method
Seroprevalence

RNA 
Positivity

Reference

South Africa
Canoeists high-risk, medical 
students low risk. 

1994
ELISA and 

Western blot
2.6%, 1.80% – [47]

Djibouti Male peacekeepers in Haiti 1995 ELISA 13.00% – [29]

Gabon Young villagers 1995 ELISA 0.00% – [25]

Morocco Adults 1995
ELISA and 

Western blot
2.20% – [38]

Egypt
Residents of a semiurban 
village in the Nile River Delta

1996 ELISA 57% – [32]

Egypt Healthy Females (16 - 25 years) 1996 ELISA 38.90% – [48]

South Africa Blacks in rural and urban area 1996 ELISA 15.3%, 6.6% – [19]

Burundi
Adults with chronic liver 
disease

1997 ELISA 14% – [43]

Central African 
Republic

STD clinic patients 1997 EIA 24.2% – [27]

Tanzania Healthy students 1998 ELISA 0.20% – [42]

Tunisia
Elderly, children with blood 
disorders, donors

1998 – 46%, 29.5%, 22% – [30]

Ghana Teenagers 1999 ELISA 4.40% – [49]

Egypt
Blood donors, Haemodialysis 
patients 

2000 EIA 45.2%, 39.6% – [36]

Egypt
Rural residents of selected 
countries (16-30 years)

2000 ELISA >20% – [36]

Egypt
Rural residents of two 
communities 1st decade,  
2nd to 8th decade

2000 ELISA 60%, 76%- >60% – [48]

Egypt
Sewage treatment plant 
workers

2000 ELISA

20–40 years:  
50.9% – 50.4%

41–50 years: 43.2%
51–60 years: 46.2%

– [24]

Continue >>>
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These variations indicate a geographical gradient 
in HEV exposure across North Africa, reflecting 
differences in population density, water quality, 
hygiene practices, and diagnostic methodologies 
employed in different studies 

Western Africa
In Burkina Faso, HEV seroprevalence rates rang-
ing from 10% to 19% have been reported among 
blood donors and pregnant women, indicating 
moderate exposure levels within the general pop-

ulation [19]. Among adults with chronic liver dis-
ease, a seroprevalence of 14% was observed, sug-
gesting a possible association between HEV infec-
tion and pre-existing hepatic conditions [43]. In 
Ghana (Table 1a), studies have documented high 
seroprevalence levels, with approximately 45% 
detected by RT-PCR among HIV-positive patients 
and 4-38% across different subgroups of the gen-
eral population [26, 44].
Serological investigations in pigs revealed preva-
lence rates exceeding 60%, pointing to the exist-

Country Population studied Year
Diagnostic 

method
Seroprevalence

RNA 
Positivity

Reference

Tanzania
Women between 15  
and 45 years

2000 ELISA 6.60% – [30]

Morocco Blood donors 2004 ELISA 8.50% – [37]

Egypt Pregnant women 2006 EIA 84.3% – [35]

Gabon Pregnant women 2008 ELISA 14.2% – [24]

Tunisia
Healthy persons between  
16 and 25 years

2008 – 4.30% – [41]

Ghana Pig handlers, Pregnant women 2009 ELISA 38.1%, 28.7% – [26]

Ghana Blood donors 2009
ELISA,  

Western blot 
and RT-qPCR

4.06%
RNA 

negative
[50]

Egypt
Asymptomatic pregnant 
women (HCV)+ve and -ve

2011
ELISA, nested 

PCR
71.42%, 46.7%

3 (from 
Nepal)

[34]

Tunisia Polytransfused patients 2011 – 28.9% – [51]

Tunisia Pregnant women 2011 – 12.10% – [51]

Burkina Faso Blood donors 2012 ELISA 19.1% – [52]

Burkina Faso Pregnant women 2012 ELISA 11.6% – [52]

Cameroon HIV-infected adults 2013 RT-PCR 14.2%
RNA 

negative
[26]

Ghana HIV patients 2013 RT-qPCR 45.3%
RNA 

negative
[26]

Madagascar Slaughterhouse workers 2013 ELISA 14.10% – [53]

Zambia Urban adults, children 2014 ELISA 42.0%, 16.0% – [42]

Cameroon HIV-infected children 2019 RT-PCR 2.0%
RNA 

negative
[26]

Nigeria
Hospitalized, healthcare 
workers, children, 
community, food handlers

2019
ELISA,  
RT-PCR

10.8%
Not 

seperately 
reported

[23]

Nigeria
HIV+, animal handlers, 
pregnant women

2021
ELISA,  
RT-PCR

11.4%, 7.9%, 6.3%
HEV RNA 
negative

[46]

Nigeria
Animal handlers, villagers, 
and students (IgG, IgM)

2023 ELISA 14.9%, 1.3%
HEV RNA 
negative

[54]

Continue >>>



375Epidemiology and seroprevalence of Hepatitis E Virus

ence of animal reservoirs that may facilitate zo-
onotic transmission (Table 1b) [45]. 
Table 1b shows the existence of animal reservoirs 
that may facilitate zoonotic transmission and 
notes pigs to be the main animal reservoir. 
In Nigeria, Osundare et al. (2021) further advanced 
HEV research by identifying notably high sero-
prevalence rates among HIV-positive individuals 
(11.4%), animal handlers (7.9%), and pregnant 
women (6.3%), thereby confirming these groups 
as key high-risk cohorts within the country [46]. 
Collectively, these findings underscore the wide-
spread circulation of HEV in West Africa, with sig-
nificant variation by population subgroup, occu-
pation, and comorbid status, reflecting complex 
ecological and socio-behavioral determinants of 
infection.

HEV in Nigeria
At-risk populations and gender variations
In Nigeria, Hepatitis E virus (HEV) infection af-
fects individuals across all demographic groups; 
however, certain populations remain dispropor-
tionately vulnerable (Figure 2). The most affected 
groups are typically those residing in rural and 
peri-urban communities, where limited access to 
clean water, poor sanitation, and inadequate 
healthcare infrastructure facilitate ongoing viral 
transmission [56–58]. According to Osundare et al. 
(2021), HIV-positive individuals (11.4%), livestock 
owners (7.9%), and pregnant women (6.3%) exhib-
it the highest seroprevalence rates, highlighting 
environmental and biological risk factors that ex-
acerbate exposure and disease severity.
HEV infection is particularly severe in pregnant 
women, in whom it may result in acute liver fail-
ure or fulminant hepatic failure, contributing to 

significant maternal morbidity and mortality [46, 
59, 60]. Similarly, food and animal handlers have 
been identified as important occupational risk 
groups, given their frequent contact with poten-
tially infected animals and contaminated products 
[23]. This aligns with findings from Oluremi et al. 
(2023), who reported a 2.2% higher seroprevalence 
among individuals with animal contact and a no-
tably high prevalence of 31.1% among butchers, 
underscoring the potential for zoonotic transmis-
sion [54]. Consistently, Osundare et al. (2020) doc-
umented a 7.9% seroprevalence among animal 
keepers in Osun State (Figure 2), further empha-
sizing the link between occupational exposure and 
HEV infection in Nigeria [57].
Gender-specific variations in HEV infection have 
also been observed. In a study of HIV-positive 
individuals, Osundare et al. (2021) reported a 
markedly higher anti-HEV IgM seroprevalence 
in men (6.5%) compared to women (0.7%), indi-
cating that recent or ongoing infections may oc-

Table 1b - Animal HEV seroprevalence and diagnostic methods in African countries.

Country Animal species Year Diagnostic method Prevalence RNA Positivity Reference

Madagascar Pigs 2013 ELISA, RT-PCR 71.20% RNA-positive [53]

Nigeria

Pigs
Goats
Sheep
Cattle

2014 ELISA

32.8%, 
37.2%, 
10.5%, 

0%

– [55]

Nigeria Pigs 2018 ELISA 57.50% – [46]

Nigeria Pigs 2019 ELISA, RT-PCR 65.70% – [23]

Ghana Pigs 2022 ELISA 62.40% – [45]

Note: Seroprevalence = antibody detection (IgG/IgM); RNA positivity = active infection detected by RT-PCR.

Figure 2 - HEV Seroprevalence Among At-Risk Popula-
tions in Nigeria.
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cur more frequently among males [46]. This ob-
servation aligns with earlier findings by Adesina 
et al. (2009), which similarly suggested male pre-
dominance in HEV exposure and transmission 
dynamics (Table 2a). 

Geographic variations
Marked geographical differences in HEV preva-
lence have been observed across Nigeria. South-
ern states, including Ekiti, Osun, and Ibadan, 
demonstrate moderate seroprevalence levels, 
whereas the northern and northeastern regions, 
particularly Plateau and Borno, are recognized as 
hotspots for HEV transmission [61]. These region-
al disparities are largely attributed to variations in 
water quality, sanitation infrastructure, and popu-
lation displacement patterns. Outbreak-prone 
northern areas often experience seasonal flooding 

and conflict-related displacement, which further 
compromise safe water access and hygiene prac-
tices, creating ideal conditions for HEV persis-
tence and spread [58] (Table 2a).

Zoonotic implications
Multiple studies provide evidence of the signifi-
cant zoonotic role of pigs in the epidemiology of 
HEV in Nigeria. The review by Okagbue et al. 
(2019) reported a notably high seroprevalence of 
65.7% in pigs, emphasizing their importance as a 
primary reservoir for HEV transmission [23]. Sim-
ilarly, Junaid et al. (2014) documented a 24.1% se-
roprevalence across pigs, goats, sheep, and cattle, 
indicating that multiple livestock species may har-
bor the virus, albeit at varying levels of suscepti-
bility [55]. In contrast, Antia et al. (2018) reported a 
57.5% seroprevalence in pigs but found no evi-

Table 2a - Human HEV seroprevalence and diagnostic methods in Nigeria.

Sample 
size

State Population studied 
Diagnostic 

method
Marker  
detected

Seroprevalence
RNA 

positivity
Author

1178

Multiple states 
including  
oyo state, 

plateau state

Hospitalized, 
healthcare 

workers, children, 
community,  

food handlers

ELISA, 
PCR

anti-HEV IgG, 
HEV RNA

10.8%
Not 

seperately 
reported

[23]

720 Osun state
HIV+,  

animal handlers, 
pregnant women

ELISA, 
PCR

anti-HEV IgM,  
HEV RNA

11.4%
HEV RNA 
negative

[46]

752 
Ogun state 

and Oyo state

Individuals that 
had contact with 

animals, villagers, 
and students

ELISA,  
RT-PCR

IgG or IgM, 
HEV RNA

14.9%, 1.3%
HEV RNA 
negative

[54]

Table 2b - Animal HEV seroprevalence and diagnostic methods in Nigeria.

Sample 
size

State Population studied 
Diagnostic 

method
Marker detected Seroprevalence

RNA 
positivity

Author

210
Multiple  

states
Pigs

ELISA, 
PCR

anti-HEV IgG 
or HEV RNA

65.70%
Not 

seperately 
reported

[23]

68 Oyo state Pigs
ELISA,  

RT-nPCR
HEV-Ag/RNA 66.7%, 13.2%

HEV 
RNA-

negative
[62]

166 Plateau state
Pigs, Goats,  

Sheep, Cattle
ELISA IgG / IgM 24.1% – [55]

176 Oyo state
Pigs, goats,  

cattle
ELISA IgG / IgM

57.5% for pigs, 
0% for goats 

and cattle
– [63]
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dence of infection in goats or cattle, suggesting a 
degree of host specificity in HEV circulation. Fur-
ther supporting these observations, Olayinka et al. 
(2020) detected a 66.7% seroprevalence in pigs, 
reinforcing their epidemiological significance in 
the Nigerian context (Table 2b).

Comparative Insights: Nigeria vs Other African 
Countries
When examined within the broader African con-
text, Nigeria’s HEV sero-epidemiological profile 
shows both similarities and differences compared 
to patterns observed elsewhere on the continent. 
The human seroprevalence in Nigeria (10-15%) is 
moderate relative to the extremely high rates re-
ported in Egypt (50-80%), but it is still noticeably 
higher than those recorded in Tanzania (0.2-6%), 
highlighting the diverse nature of HEV exposure 
across Africa. In contrast, animal seroprevalence 
levels in Nigeria, particularly among pigs (30-
65%), rank among the highest in Africa and are 
comparable to those from Ghana and Madagas-
car, thereby emphasizing the prominent role of 
animal reservoirs in maintaining viral circula-
tion. Moreover, the occupational exposure pat-
terns documented among butchers, pig handlers, 
and livestock owners mirror those observed in 
Ghana and Cameroon, suggesting a shared West 
and Central African risk profile shaped by simi-
lar farming systems, hygiene practices, and ani-
mal-human interfaces [37]. Collectively, these 
comparisons position Nigeria in a regional con-
tinuum of HEV transmission and underscore the 
need for integrated surveillance strategies and 
cross-border approaches to mitigate HEV trans-
mission in both human and animal populations 
effectively.

n	 RECOMMENDATIONS: A CALL  
FOR A ONE HEALTH APPROACH

Human-Animal-Environment Interface
Collaboration between disciplines is crucial for 
implementing prevention and control measures 
that benefit public health, veterinary health, and 
the physical environment [64]. Various high-risk 
practices, knowledge gaps, and misconceptions 
about HEV have been shown to exist among occu-
pationally exposed groups in slaughterhouses, in-
cluding slaughterhouse workers, butchers, veteri-
narians, and livestock handlers [51, 65]. This group 

needs to be examined qualitatively and quantita-
tively for socio-cultural and workplace factors that 
influence the adoption of preventive measures, 
such as using PPE such as boots, gloves, overalls, 
rubber gloves and eye shield in their respective 
populations [66, 67]. Further analysis of the main 
epidemiological factors triggering HEV-induced 
hepatitis should be conducted to understand how 
the season and climatic conditions of the environ-
ment strengthen or reduce the factors contributing 
to the transmission of viral pathogens in the most 
susceptible species, including humans [56]. Un-
derstanding this interface is crucial for effective 
disease management [68].

Integration of Epidemiological Data
Combining human health data and case reports of 
suspected and confirmed cases of HEV-induced 
hepatitis with veterinary reports from local 
slaughterhouses and abattoirs, as well as environ-
mental data on weather forecasts, climatic chang-
es, and other competing environmental hazards, 
contributes to a comprehensive analysis of HEV 
transmission dynamics [69]; further, supporting 
the identification and integration of sources of in-
fection and the assessment of risk factors. Veteri-
nary and genomic sciences have played a critical 
role in disease epidemiology, with veterinary 
sciences focusing on screening animals while 
genomics elucidates genetic factors that influence 
susceptibility and transmission [70]. To integrate 
the epidemiological trend line, the veterinary and 
genomic approaches must be combined to moni-
tor the trend line of disease prevalence and inci-
dence. A holistic approach that would lead to 
more effective control measures.

Animal Screening as a Key Component  
of the One Health Framework
Livestock and domestic animals should be moni-
tored and tested, particularly those located in are-
as where HEV has been previously reported [71]. 
Surveillance and screening techniques should in-
clude routine clinical examination and targeted 
screening, the use of diagnostic methods such as 
Polymerase Chain Reaction (PCR), Enzyme-Linked 
Immunosorbent Assay (ELISA) and furthermore 
the conduction of risk-based assessment in high-
risk areas or farms with known outbreaks [72, 73]. 
Additionally, evidence-based case studies, par-
ticularly in countries with extensive swine indus-
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tries, regions with high swine populations, such as 
Nigeria, can also help prevent transmission of in-
fected pigs or offal to humans through under-
cooked pork [74].

Community and Veterinary Rural and Urban 
Extension Services
A Veterinary Medicine and Agriculture Advisory 
Committee should be established and adequately 
utilized by the government and research institu-
tions [10, 75]. Research has shown that average 
farmers need to be more educated, especially in 
developing countries like Nigeria, and it is essen-
tial to ensure that they are adequately informed 
about the research findings [64, 76]. Rural exten-
sion services that understand, interpret, translate, 
and disseminate research findings to rural and lo-
cal farmers in diverse communities are essential in 
combating hepatitis caused by HEV and prevent-
ing future increases in viral pathogenesis affecting 
the population [77]. It is crucial to involve farmers 
and veterinarians in HEV surveillance and control 
measures. Education about proper animal care 
and hygiene practices can reduce the risk of HEV 
transmission.

Monitoring and surveillance
The persistence and spread of HEV in Nigeria re-
sult from a combination of environmental, socio-
economic, and infrastructural challenges. Climatic 
conditions, seasonal flooding, and inadequate wa-
ter management frequently contaminate drinking 
sources, while poor sanitation infrastructure in 
overcrowded urban centers further drives trans-
mission [35, 78]. Compounding these issues are 
poverty, low educational attainment, and limited 
access to healthcare, all of which sustain the high 
prevalence of HEV [78]. Addressing these drivers 
requires a holistic and multi-layered response. A 
national strategy should prioritize the develop-
ment of robust surveillance systems capable of 
integrating clinical, environmental, and veterinary 
data [75]. Such systems would enable timely de-
tection of outbreaks and support evidence-based 
interventions. Parallel to this, hygiene and preven-
tive practices – including boiling water, hand 
washing, and proper cooking of meat – must be 
promoted through sustained public health cam-
paigns. Community education and engagement 
are critical to ensure these practices become part of 
everyday routines [79].

Policy and regulatory actions
Policy and regulatory actions should target food 
safety and environmental hygiene, with govern-
ments and health authorities ensuring routine in-
spection of animals, as well as systematic pre- and 
post-slaughter data collection in abattoirs [80]. 
These measures, combined with stronger food 
safety enforcement, will reduce zoonotic transmis-
sion risks. Community-based initiatives that em-
power local populations to understand HEV risks 
and adopt preventive measures can further en-
hance compliance and long-term control [80]. Fu-
ture directions should include advancing diagnos-
tic capacity, making tools more accessible for both 
human and animal screening. Genomic research 
offers an additional frontier, with the potential to 
uncover genetic determinants of susceptibility 
and transmission that could inform targeted inter-
ventions [70, 80]. Finally, combating HEV effec-
tively will require strong international collabora-
tion, partnerships among governments, global 
health authorities, and research institutions are 
vital for sharing best practices, harmonizing con-
trol measures, and strengthening collective resil-
ience against HEV [12, 80].

Limitations
We acknowledge the limitations inherent in this 
review methodology. Firstly, dependence on pub-
lished studies excludes unpublished surveillance 
data, potentially leading to an underestimation of 
the actual HEV burden. Secondly, inconsistencies 
in diagnostic methods (ELISA, PCR, rapid immu-
noassays) and heterogeneity in study designs 
across studies hinder comparability and limit the 
applicability of uniform quality-scoring tools. 
Thirdly, Nigeria-specific data remain limited, with 
most studies focusing on states, thereby limiting 
the ability to generalize findings to the entire na-
tion. Notwithstanding these limitations, triangu-
lating evidence from multiple sources has enabled 
us to delineate epidemiological trends and princi-
pal challenges pertinent to policy development 
and One Health interventions.

n	 CONCLUSIONS

Hepatitis E virus (HEV) remains a neglected yet 
significant cause of acute viral hepatitis in Nigeria 
and across Africa [1, 10]. Although sporadic out-
breaks have drawn attention to its public health 
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relevance, the true burden of HEV infection is like-
ly underestimated due to limited surveillance, in-
consistent diagnostic capacity, and widespread 
underreporting [12]. HEV transmission is sus-
tained not only through contaminated water 
sources but also amplified by zoonotic reservoirs, 
particularly pigs [46, 58, 61].
Vulnerable populations – including pregnant 
women, HIV-infected individuals, and livestock 
handlers – remain at heightened risk of infection 
and severe outcomes, reflecting both clinical vul-
nerability and occupational exposure [56, 81, 82]. 
Nigeria highlights the multidimensional nature of 
HEV epidemiology, where environmental, behav-
ioral, and zoonotic factors intersect, but its experi-
ence reflects broader continental trends. The vari-
ous yet interrelated epidemiological patterns 
across Africa show both the magnitude of the HEV 
problem and the critical need for coordinated re-
gional intervention. Improving surveillance, diag-
nostic capacity, and intersectoral coordination 
within a continent-wide One Health framework 
will be critical in reducing the impact of this ne-
glected virus and preventing future outbreaks.
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